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DATE: Thursday, May 25, 2006 

Hide? Set Name Query Hit Count 

DB=PGPB,USPT,EPAB,JPAB,DWPI; PLUR=YES; OP=OR 



n 


L16 


LI 5 andpef$4 


24 


□ 


L15 


L14 and dutpas$4 


25 


n 


L14 


LI 3 and (pfu$4 or taq$4 or aquatic$4 or rarios$4) 


82 


n 


L13 


L6 and ((Hogrefe or Hansen).in. or stratagene.asn.) 


91 


n 


L12 


LI and stratagene.asn. 


188 


n 


Lll 


LI and (Hogrefe or Hansen).in. 


263 


□ 


L10 


18 and (gp$4 or gp32$4) 


9 


n 


L9 


L8 same (gp$4 or gp32$4) 


0 


n 


L8 


L7 same (enhanc$4 or dutpas$4) 


81 


□ 


L7 


L6 same (pfu$4 or taq$4 or aquatic$4 or furios$4) 


3851 


n 


L6 


LI same exonucleas$4 


7635 


n 


L5 


L4 and (gp$4 or gp32$4) 


2332 


n 


L4 


L3 and (enhanc$5 or dutpas$4) 


7436 


□ 


L3 


L2 and (pfu$4 or taq$4 or aquatic$4 or furios$4) 


8644 


□ 


L2 


LI and exonucleas$4 


13265 


n 


LI 


dna$4 same polymeras$4 


79731 



END OF SEARCH HISTORY 



http://westbrs:9000/bin/cgi-bin/srclmist.pl?state=jtggot.21.1&f^ocl&userid=dramirez 
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> d his full 



(FILE 'HOME' ENTERED AT 21:40:09 ON 25 MAY 2006) 



INDEX 'ADISCTJ, ADISINSIGHT, ADISNEWS, AGRICOLA, ANABSTR, ANTE, AQUALINE, 
AQUASCI, BIOENG, BIOSIS, BIOTECHABS, BIOTECHDS, BIOTECHNO, CABA, CAPLUS, 
CEABA-VTB, CIN, CONFSCI, CROPB, CROPU, DDFB, DDFU, DGENE, DISSABS, DRUGB, 
DRUGMONOG2, DRUGU, EMBAL, EMBASE, ENTERED AT 21:40:31 ON 25 MAY 2006 
SEA POLYMERAS?(S)DNA? 



5500 FILE ADISCTI 

260 FILE ADISINSIGHT 
63 FILE ADISNEWS 
4297 FILE AGRICOLA 

379 FILE ANABSTR 

74 FILE ANTE 

108 FILE AQUALINE 

1629 FILE AQUASCI 

5780 FILE BIOENG 
71017 FILE BIOSIS 
20594 FILE BIOTECHABS 
20594 FILE BIOTECHDS 
43907 FILE BIOTECHNO 
14152 FILE CABA 
59120 FILE CAPLUS 

1051 FILE CEABA-VTB 

177 FILE CIN 

908 FILE CONFSCI 

27 FILE CROPB 
80 FILE CROPU 

604 FILE DDFB 

1919 FILE DDFU 
133931 FILE DGENE 
3820 FILE DISSABS 

604 FILE DRUGB 
3190 FILE DRUGU 

525 FILE EMBAL 
51493 FILE EMBASE 
28077 FILE ESBIOBASE 

623 FILEFROSTI 

407 FILEFSTA 
1534612 FILEGENBANK 

135 FILEHEALSAFE 
5709 FILE IFIPAT 

41 FILE IMSDRUGNEWS 
72 FILE IMSRESEARCH 
5626 FILE JICST-EPLUS 

38 FILEKOSMET 
36341 FILE LIFESCI 
57883 FILE MEDLINE 

507 FILENTIS 
2 FILE NUTRACEUT 

507 FILE OCEAN 
31260 FILE PASCAL 

208 FILEPCTGEN 

547 FILEPHAR 

35 FILE PHARMAML 
2 FILEPHIC 

272 FILEPHIN 
2652 FILE PROMT 

236 FILE PROUSDDR 
6 FILE RDISCLOSURE 
40090 FILE SCISEARCH 

5 FILE SYNTHLINE 
25034 FILE TOXCENTER 
67666 FILE USPATFULL 
6062 FILE USPAT2 
8 FILE VETB 



52 FILE VETU 

132 FILE WATER 
6559 FILEWPIDS 

45 FILEWPIFV 
6559 FILE WPINDEX 

171 FILE I PA 

256 FILE NAPRALERT 
2364 FILE NLDB 
L1 QUE POLYMERAS?(S) DNA? 



DRANK 

FILE 'BIOSIS, USPATFULL, CAPLUS. MEDLINE, EMBASE, BIOTECHNO, SCISEARCH, 
LIFESCI' ENTERED AT 21:44:53 ON 25 MAY 2006 
L2 42751 7 SEA POLYMERAS?(S) DNA? 

L3 30762 SEA L2 (S)(PFU? OR TAQ? OR FURIO? OR AQUATIC?) 
L4 41 30 SEA L3(S) EXONUCLEAS? 
L5 94 SEA L4 (S)(ENHANC? OR DUTPAS?) 
L6 90 DUP REM L5 (4 DUPLICATES REMOVED) 
DTIL61-90 

D IBIB ABS L6 10 11 16 28 36 44 48 74 78 83 88 90 
L7 26 SEA L4 (S)(GP32? OR GP?) 

L8 26 DUP REM L7 (0 DUPLICATES REMOVED) 

DTI L81-26 

DL8 IBIB ABS 

DL8 1-26 IBIB ABS 



Connecting via Winsock to STN 



Welcome to STN International! Enter x:x 
LOGINID : sssptal652dmr 
PASSWORD : 

TERMINAL (ENTER 1, 2, 3, OR ?):2 



* * 


* * 


* * 


* * 


* Welcome to STN International ********** 


NEWS 


1 






Web Page URLs for STN Seminar Schedule - N. America 


NEWS 


2 






"Ask CAS" for self-help around the clock 


NEWS 


3 


JAN 


17 


Pre-1988 INPI data added to MARPAT 


NEWS 


4 


FEB 


2 1 


STN AnaVist, Version 1.1, lets you share your STN AnaVist 










visualization results 


NEWS 


5 


FEB 


22 


The IPC thesaurus added to additional patent databases on STN 


NEWS 


6 


FEB 


22 


Updates in EPFULL; IPC 8 enhancements added 


NEWS 


7 


FEB 


27 


New STN AnaVist pricing effective March 1, 2006 


NEWS 


8 


MAR 


03 


Updates in PATDPA; addition of IPC 8 data without attributes 


NEWS 


9 


MAR 


22 


EMBASE is now updated on a daily basis 


NEWS 


10 


APR 


03 


New IPC 8 fields and IPC thesaurus added to PATDPAFULL 


NEWS 


11 


APR 


03 


Bibliographic data updates resume; new IPC 8 fields and IPC 










thesaurus added in PCTFULL 


NEWS 


12 


APR 


04 


STN AnaVist $500 visualization usage credit offered 


NEWS 


13 


APR 


12 


LINSPEC, learning database for INSPEC, reloaded and enhanced 


NEWS 


14 


APR 


12 


Improved structure highlighting in FQHIT and QHIT display 










in MARPAT 


NEWS 


15 


APR 


12 


Derwent World Patents Index to be reloaded and enhanced during 










second quarter; strategies may be affected 


NEWS 


16 


MAY 


10 


CA/CAplus enhanced with 1900-1906 U.S. patent records 


NEWS 


17 


MAY 


11 


KOREAPAT updates resume 


NEWS 


18 


MAY 


19 


Derwent World Patents Index to be reloaded and enhanced 


NEWS 


EXPRESS 


FEBRUARY 15 CURRENT VERSION FOR WINDOWS IS V8.01a, 



CURRENT MACINTOSH VERSION IS V6.0c(ENG) AND V6.0Jc(JP), 
AND CURRENT DISCOVER FILE IS DATED 19 DECEMBER 2005. 
V8.0 AND V8.01 USERS CAN OBTAIN THE UPGRADE TO V8.01a AT 
http : //download. cas . org/express/v8 . 0 -Discover/ 



NEWS HOURS STN Operating Hours Plus Help Desk Availability 

NEWS LOGIN Welcome Banner and News Items 

NEWS IPC8 For general information regarding STN implementation of IPC 8 

NEWS X25 X.25 communication option no longer available after June 2006 

Enter NEWS followed by the item number or name to see news on that 
specific topic. 

All use of STN is subject to the provisions of the STN Customer 
agreement. Please note that this agreement limits use to scientific 
research. Use for software development or design or implementation 
of commercial gateways or other similar uses is prohibited and may 
result in loss of user privileges and other penalties. 

************************************ 
COMPLETE THE STN SURVEY - APRIL 27 THROUGH MAY 31 
Dear valued STN customer, 



* 



In an effort to enhance your experience with STN, we would 
like to better understand what you find useful- Please take 
approximately 5 minutes to complete a web survey. 

If you provide us with your name, login ID, and e-mail address, you 
will be entered in a drawing to win a free iPod(R) . Your responses 
will be kept confidential and will help us make future improvements 
to STN- 

Take survey: http: //www. zoomerang . com/ survey . zgi?p=WEB2 25 9HNKWTUW 
Thank you in advance for your participation. 

************** STN Columbus *************** 

FILE 'HOME' ENTERED AT 21:40:09 ON 25 MAY 2006 

=> index bioscience medicine 

FILE 'DRUGMONOG' ACCESS NOT AUTHORIZED 

COST IN U.S. DOLLARS SINCE FILE TOTAL 

ENTRY SESSION 

FULL ESTIMATED COST 0.21 0.21 

INDEX 'ADISCTI, ADIS INSIGHT, ADISNEWS, AGRICOLA, ANABSTR, ANTE, AQUALINE, 

AQUASCI, BIOENG, BIOSIS, BIOTECHABS , BIOTECHDS , BIOTECHNO, CABA, CAPLUS , 
CEABA-VTB, CIN, CONFSCI, CROPB, CROPU, DDFB, DDFU, DGENE, DISSABS, DRUGB , 
DRUGMONOG 2 , DRUGU , EMBAL, EMBASE, . ..' ENTERED AT 21:40:31 ON 25 MAY 2006 

71 FILES IN THE FILE LIST IN STNINDEX 

Enter SET DETAIL ON to see search term postings or to view 
search error messages that display as 0* with SET DETAIL OFF. 

=> s polymeras? (s) dna? 



5500 


FILE 


ADISCTI 


260 


FILE 


ADISINSIGHT 


63 


FILE 


ADISNEWS 


4297 


FILE 


AGRICOLA 


379 


FILE 


ANABSTR 


74 


FILE 


ANTE 


108 


FILE 


AQUALINE 


1629 


FILE 


AQUASCI 


5780 


FILE 


BIOENG 


71017 


FILE 


BIOSIS 


20594 


FILE 


BIOTECHABS 


20594 


FILE 


BIOTECHDS 


43907 


FILE 


BIOTECHNO 


14152 


FILE 


CABA 


59120 


FILE 


CAPLUS 


1051 


FILE 


CEABA-VTB 


177 


FILE 


CIN 


908 


FILE 


CONFSCI 


27 


FILE 


CROPB 


80 


FILE 


CROPU 


604 


FILE 


DDFB 


FILES SEARCHED . . . 


1919 


FILE 


DDFU 


133931 


FILE 


DGENE 


FILES SEARCHED. . . 


3820 


FILE 


DISSABS 


604 


FILE 


DRUGB 


3190 


FILE 


DRUGU 


525 


FILE 


EMBAL 


51493 


FILE 


EMBASE 


28077 


FILE 


ESBIOBASE 



623 FILE FROSTI 

407 FILE FSTA 

1534612 FILE GENBANK 
35 FILES SEARCHED. . . 

135 FILE HEALSAFE 

5709 FILE IFIPAT 

41 FILE IMSDRUGNEWS 

72 FILE IMSRESEARCH 

5626 FILE JICST-EPLUS 

38 FILE KOSMET 

36341 FILE LIFESCI 

57883 FILE MEDLINE 

507 FILE NTIS 

2 FILE NUTRACEUT 

507 FILE OCEAN 

31260 FILE PASCAL 

2 08 FILE PCTGEN 

547 FILE PHAR 

35 FILE PHARMAML 

2 FILE PHIC 

272 FILE PHIN 

2 652 FILE PROMT 

23 6 FILE PROUSDDR 

6 FILE RDISCLOSURE 

40090 FILE SCISEARCH 

5 FILE SYNTHLINE 
59 FILES SEARCHED. . . 

25034 FILE TOXCENTER 

67666 FILE US PAT FULL 

6062 FILE USPAT2 

8 FILE VETB 

52 FILE VETU 

132 FILE WATER 

6559 FILE WPIDS 

45 FILE WPIFV 

6559 FILE WPINDEX 

171 FILE IPA 

256 FILE NAPRALERT 

2 3 64 FILE NLDB 

66 FILES HAVE ONE OR MORE ANSWERS, 71 FILES SEARCHED IN STNINDEX 
LI QUE POLYMERAS? (S) DNA? 



= > d 


rank 




Fl 


1534612 


GENBANK 


F2 


133931 


DGENE 


F3 


71017 


BIOSIS 


F4 


67666 


US PAT FULL 


F5 


59120 


CAPLUS 


F6 


57883 


MEDLINE 


F7 


51493 


EMBASE 


F8 


43907 


BIOTECHNO 


F9 


40090 


SCISEARCH 


F10 


36341 


LIFESCI 


Fll 


31260 


PASCAL 


F12 


28077 


ESBIOBASE 


F13 


25034 


TOXCENTER 


F14 


20594 


BIOTECHABS 


F15 


20594 


BIOTECHDS 


F16 


14152 


CABA 


F17 


6559 


WPIDS 


F18 


6559 


WPINDEX 


F19 


6062 


USPAT2 


F2 0 


5780 


BIOENG 



« 



F21 


5709 


IFIPAT 


F22 


5626 


JICST-EPLUS 


F23 


5500 


ADISCTI 


F24 


4297 


AGRICOLA 


F2 5 


3820 


DISSABS 


F2 6 


3190 


DRUGU 


F27 


2652 


PROMT 


F28 


2364 


NLDB 


F2 9 


1919 


DDFU 


F30 


1629 


AQUASCI 


F31 


1051 


CEABA-VTB 


F32 


908 


CONFSCI 


F33 


623 


FROSTI 


F34 


604 


DDFB 


F35 


604 


DRUGB 


F36 


547 


PHAR 


F37 


525 


EMBAL 


F38 


507 


NTIS 


F39 


507 


OCEAN 


F40 


407 


FSTA 


F41 


379 


ANABSTR 


F42 


272 


PHIN 


F43 


260 


ADISINSIGHT 


F44 


256 


NAPRALERT 


F45 


236 


PROUSDDR 


F46 


208 


PCTGEN 


F47 


177 


CIN 


F4 8 


171 


I PA 


F4 9 


135 


HEALSAFE 


F50 


132 


WATER 


F51 


108 


AQUALINE 


F52 


80 


CROPU 


F53 


74 


ANTE 


F54 


72 


IMSRESEARCH 


F55 


63 


ADISNEWS 


F56 


52 


VETU 


F57 


45 


WPIFV 


F58 


41 


IMSDRUGNEWS 


F5 9 


38 


KOSMET 


F60 


35 


PHARMAML 


F61 


27 


CROPB 


F62 


8 


VETB 


F63 


6 


RDISCLOSURE 


F64 


5 


SYNTHLINE 


F65 


2 


NUTRACEUT 


F66 


2 


PHIC 



=> file f3-fl0 

COST IN U.S. DOLLARS SINCE FILE TOTAL 

ENTRY SESSION 

FULL ESTIMATED COST 4.27 4.48 

FILE 'BIOSIS' ENTERED AT 21:44:53 ON 25 MAY 2006 
Copyright (c) 2 006 The Thomson Corporation 

FILE 1 USPATFULL 1 ENTERED AT 21:44:53 ON 25 MAY 2006 

CA INDEXING COPYRIGHT (C) 2006 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE 'CAPLUS' ENTERED AT 21:44:53 ON 25 MAY 2006 

USE IS SUBJECT TO THE TERMS OF YOUR STN CUSTOMER AGREEMENT. 

PLEASE SEE "HELP USAGETERMS" FOR DETAILS. 

COPYRIGHT (C) 2006 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE ' MEDLINE 1 ENTERED AT 21:44:53 ON 25 MAY 2006 



FILE ' EMBASE ' ENTERED AT 21:44:53 ON 25 MAY 2006 
Copyright (c) 2006 Elsevier B.V. All rights reserved. 

FILE 1 BIOTECHNO ' ENTERED AT 21:44:53 ON 25 MAY 2006 

COPYRIGHT (C) 2006 Elsevier Science B.V., Amsterdam. All rights reserved. 

FILE 'SCISEARCH' ENTERED AT 21:44:53 ON 25 MAY 2006 
Copyright (c) 2 0 06 The Thomson Corporation 

FILE 'LIFESCI' ENTERED AT 21:44:53 ON 25 MAY 2 006 
COPYRIGHT (C) 2006 Cambridge Scientific Abstracts (CSA) 



=> s polymeras? (s) dna? 

L2 427517 POLYMERAS? (S) DNA? 

=> s 12 (s) (pfu? or taq? or furio? or aquatic?) 

L3 30762 L2 (S) (PFU? OR TAQ? OR FURIO? OR AQUATIC?) 

=> s 13 (s) exonucleas? 

L4 4130 L3(S) EXONUCLEAS? 

=> s 14 (s) (enhanc? or dutpas? or 32?) 

TERM '32?' EXCEEDED TRUNCATION LIMITS - SEARCH ENDED 
You have entered a truncated stem which occurs in too many terms . 
Make the stem longer and try again. For example, if your original 
term was 'degr?' to search for variations and the abbreviation for 
'degradation', you could replace it with the expression ' (degrdn OR 
degrad?) '. If your search term was numeric, e.g., 'C>5', reduce the 
size of the range. 

=> s 14 (s) (enhanc? or dutpas?) 

L5 94 L4 (S) (ENHANC? OR DUTPAS?) 

=> dup rem 15 

PROCESSING COMPLETED FOR L5 

L6 90 DUP REM L5 (4 DUPLICATES REMOVED) 

=> d ti 16 1-90 

L6 ANSWER 1 OF 90 US PAT FULL on STN 

TI Methods of using FET labeled oligonucleotides that include a 3' -5' 

exonuclease resistant quencher domain and compositions for practicing 
the same 

L6 ANSWER 2 OF 90 US PAT FULL on STN 

TI Thermostable enzyme promoting the fidelity of thermostable DNA 

polymerases-for improvement of nucleic acid synthesis and amplification 
in vitro 

L6 ANSWER 3 OF 90 USPATFULL on STN 

TI Complete genome and protein sequence of the hyperthermophile 

methanopyrus kandleri avl9 and monophyly of archael methanogens and 
methods of use thereof 

L6 ANSWER 4 OF 90 USPATFULL on STN 

TI Method for plasmid preparation by conversion of open circular plasmid to 

supercoiled plasmid 

L6 ANSWER 5 OF 90 USPATFULL on STN 

TI PURIFIED THERMOSTABLE PYROCOCCUS FURIOSUS DNA POLYMERASE I 

L6 ANSWER 6 OF 90 USPATFULL on STN 

TI Nucleotide sequences specific to Francisella tularensis and methods for 



the detection of Francisella tularensis 



L6 ANSWER 7 OF 90 US PAT FULL on STN 

TI BINARY PROBE AND CLAMP COMPOSITION. 

L6 ANSWER 8 OF 90 US PAT FULL on STN 

TI Nucleotide sequences specific to Yersinia pestis and methods for the 

detection of Yersinia pestis 

L6 ANSWER 9 OF 90 US PAT FULL on STN 

TI Genotype specific detection of Chlamydophila psittaci 

L6 ANSWER 10 OF 90 US PAT FULL on STN 

TI Thermostable enzyme promoting the fidelity of thermostable DNA 

polymerases-f or improvement of nucleic acid synthesis and amplification 
in vitro 

L6 ANSWER 11 OF 90 US PAT FULL on STN 

TI Purified thermostable Pyrococcus furiosus DNA polymerase I 

L6 ANSWER 12 OF 90 US PAT FULL on STN 

TI Oligonucleotides labeled with a plurality of fluorophores 

L6 ANSWER 13 OF 90 US PAT FULL on STN 

TI Method for plasmid preparation by conversion of open circular plasmid to 

supercoiled plasmid 

L6 ANSWER 14 OF 90 US PAT FULL on STN 

TI Nucleic acid molecules encoding eel I endonuclease and methods of use 

thereof 

L6 ANSWER 15 OF 90 US PAT FULL on STN 

TI Method of increasing complementarity in a heteroduplex 

L6 ANSWER 16 OF 90 USPATFULL on STN 

TI Compositions and methods for synthesizing cDNA 

L6 ANSWER 17 OF 90 USPATFULL on STN 

TI DNA polymerase compositions for quantitative PCR and methods thereof 

L6 ANSWER 18 OF 90 USPATFULL on STN 

TI DNA polymerase fusions and uses thereof 

L6 ANSWER 19 OF 90 USPATFULL on STN 

TI Synthesis and compositions of 2 1 -terminator nucleotides 

L6 ANSWER 2 0 OF 90 USPATFULL on STN 

TI Detection format for hot start real time polymerase chain reaction 

L6 ANSWER 21 OF 90 USPATFULL on STN 

TI Compositions and methods for random nucleic acid mutagenesis 

L6 ANSWER 22 OF 90 USPATFULL on STN 

TI Methods and compositions for amplification of dna 

L6 ANSWER 23 OF 90 USPATFULL on STN 

TI Pfu replication accessory factors and methods of use 

L6 ANSWER 24 OF 90 CAPLUS COPYRIGHT 2006 ACS on STN 

TI Construction of thermostable DNA polymerase I variants from Thermus 

aquaticus having enhanced catalytic activities for use in RT-PCR, and 
screening thermostable enzyme variants using bacteriophage display 

L6 ANSWER 25 OF 90 USPATFULL on STN 

TI Methods and compositions for RNA detection and quantitation 



L6 ANSWER 2 6 OF 90 US PAT FULL on STN 

TI Compositions and methods for reverse transcriptase-polymerase chain 

reaction (RT-PCR) 

L6 ANSWER 27 OF 90 USPATFULL on STN 

TI DNA polymerase blends and uses thereof 

L6 ANSWER 28 OF 90 USPATFULL on STN 
TI Nucleic acid modifying enzymes 

L6 ANSWER 29 OF 90 USPATFULL on STN 

TI Method of increasing complementarity in a heteroduplex 

L6 ANSWER 3 0 OF 90 USPATFULL on STN 

TI Method of detecting inorganic phosphoric acid, pyrophosphate and nucleic 

acid, and method of typing SNP sequence of DNA 

L6 ANSWER 31 OF 90 USPATFULL on STN 
TI Polynucleotide sequence variants 

L6 ANSWER 32 OF 90 USPATFULL on STN 

TI Primers and primer sets for use in methods to detect the presence of 

Acidovorax avenae subsp. citrulli 

L6 ANSWER 33 OF 90 USPATFULL on STN 

TI Pesticidally active proteins and polynucleotides obtainable from 

Paenibacillus species 

L6 ANSWER 34 OF 90 USPATFULL on STN 

TI DNA polymerases with reduced base analog detection activity 

L6 ANSWER 35 OF 90 USPATFULL on STN 

TI DNA polymerases with reduced base analog detection activity 

L6 ANSWER 36 OF 90 USPATFULL on STN 

TI Compositions for DNA amplification, synthesis, and mutagenesis 

L6 ANSWER 37 OF 90 USPATFULL on STN 

TI Detection and quantification of human herpes viruses 

L6 ANSWER 38 OF 90 USPATFULL on STN 

TI Method for the specific determination of dna sequences by means of 

parallel amplification 

L6 ANSWER 3 9 OF 90 USPATFULL on STN 

TI Compositions and methods utilizing DNA polymerases 

L6 ANSWER 40 OF 90 USPATFULL on STN 

TI Methods for identifying low-abundance polynucleotides and related 

compositions 

L6 ANSWER 41 OF 90 USPATFULL on STN 

TI Methods of using improved polymerases 

L6 ANSWER 42 OF 90 USPATFULL on STN 

TI DNA polymerase mutants with reverse transcriptase activity 

L6 ANSWER 43 OF 90 USPATFULL on STN 

TI Method of increasing complementarity in a heteroduplex 

L6 ANSWER 44 OF 90 USPATFULL on STN 

TI High fidelity DNA polymerase compositions and uses therefor 

L6 ANSWER 4 5 OF 90 USPATFULL on STN 



TI Methods of using FET labeled oligonucleotides that include a 3 '-5' 

exonuclease resistant quencher domain and compositions for practicing 
the same 

L6 ANSWER 46 OF 90 USPATFULL on STN 

TI Gene expression analysis using nicking agents 

L6 ANSWER 47 OF 90 USPATFULL on STN 

TI Methods of using FET labeled oligonucleotides that include a 3' -5' 

exonuclease resistant quencher domain and compositions for practicing 
the same 

L6 ANSWER 4 8 OF 90 USPATFULL on STN 

TI Nucleic acid modifying enzymes 

L6 ANSWER 4 9 OF 90 USPATFULL on STN 

TI Method for the detection of salmonella enterica serovar enteritidis 

L6 ANSWER 50 OF 90 USPATFULL on STN 

TI Nucleic acid molecules encoding CEL I endonuclease and methods of use 
thereof 

L6 ANSWER 51 OF 90 USPATFULL on STN 

TI Methylation analysis using nicking agents 

L6 ANSWER 52 OF 90 USPATFULL on STN 

TI Nucleic acid modifying enzymes 

L6 ANSWER 53 OF 90 USPATFULL on STN 

TI Nucleic acid molecules encoding endonucleases and methods of use thereof 

L6 ANSWER 54 OF 90 USPATFULL on STN 

TI High fidelity DNA polymerase compositions and uses therefor 

L6 ANSWER 55 OF 90 USPATFULL on STN 

TI Exponential amplification of nucleic acids using nicking agents 

L6 ANSWER 56 OF 90 USPATFULL on STN 

TI Composition and method for hot start nucleic acid amplification 

L6 ANSWER 57 OF 90 USPATFULL on STN 

TI Compositions and methods for reverse transcriptase -polymerase chain 
reaction (RT-PCR) 

L6 ANSWER 58 OF 90 USPATFULL on STN 

TI Nucleic acid amplification using nicking agents 

L6 ANSWER 59 OF 90 USPATFULL on STN 

TI In vitro method to create circular molecules for use in transformation 

L6 ANSWER 60 OF 90 USPATFULL on STN 

TI Exponential nucleic acid amplification using nicking endonucleases 

L6 ANSWER 61 OF 90 USPATFULL on STN 

TI DNA polymerases with enhanced length of primer extension 

L6 ANSWER 62 OF 90 USPATFULL on STN 

TI COMPOSITIONS FOR DNA AMPLIFICATION, SYNTHESIS, AND MUTAGENESIS 

L6 ANSWER 63 OF 90 USPATFULL on STN 

TI Computer-assisted means for assessing lifestyle risk factors 

L6 ANSWER 64 OF 90 USPATFULL on STN 

TI Nucleic acid modifying enzymes 



L6 ANSWER 65 OF 90 CAPLUS COPYRIGHT 2 006 ACS on STN 

TI DNA polymerases and their mutants with improved properties for nucleic 
acid sequencing and amplification 

L6 ANSWER 66 OF 90 BIOTECHNO COPYRIGHT 2006 Elsevier Science B.V. on STN 
TI Cloning, expression, and purification of the His . sub. 6 -tagged 

hyper- thermostable dUTPase from Pyrococcus woesei in Escherichia coli : 

Application in PCR 

L6 ANSWER 67 OF 90 US PAT FULL on STN 

TI Method of increasing complementarity in a heteroduplex 

L6 ANSWER 68 OF 90 US PAT FULL on STN 

TI Method of increasing complementarity in a heteroduplex 

L6 ANSWER 69 OF 90 US PAT FULL on STN 

TI Compositions comprising a M-MLV reverse transcriptase and a DNA 
polymerase and use thereof 

L6 ANSWER 70 OF 90 USPATFULL on STN 

TI Purified thermostable Pyrococcus furiosus DNA polymerase I 

L6 ANSWER 71 OF 90 USPATFULL on STN 

TI Polynucleotide pools enriched in either high -abundance or low-abundance 

sequences 

L6 ANSWER 72 OF 90 USPATFULL on STN 

TI DNA polymersases with enhanced length of primer extension 

L6 ANSWER 73 OF 90 LIFESCI COPYRIGHT 2 006 CSA on STN 

TI A new label technology for the detection of specific polymerase chain 
reaction products in a closed tube 

L6 ANSWER 74 OF 90 USPATFULL on STN 

TI Purified thermostable nucleic acid polymerase enzyme from thermosipho 

af ricanus 

L6 ANSWER 75 OF 90 USPATFULL on STN 

TI Purified thermostable pyrococcus furiosus DNA polymerase I 

L6 ANSWER 76 OF 90 USPATFULL on STN 

TI Purified thermostable pyrococcus furiosus DNA polymerase I 

L6 ANSWER 77 OF 90 USPATFULL on STN 

TI 5 1 to 3 1 exonuclease mutations of thermostable DNA polymerases 

L6 ANSWER 7 8 OF 90 USPATFULL on STN 

TI Methods of enhancing nucleic acid amplification 

L6 ANSWER 7 9 OF 90 USPATFULL on STN 

TI Kits for detecting a target nucleic acid with blocking oligonucleotides 

L6 ANSWER 80 OF 90 USPATFULL on STN 

TI Purified thermostable nucleic acid polymerase enzyme from Thermotoga 

maritima 

L6 ANSWER 81 OF 90 USPATFULL on STN 

TI Methods for reducing non-specific priming in DNA detection 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT . 

AB A purified thermostable enzyme is derived from the thermophilic 

archaebacterium Archaeoglobus f ulgidus . The enzyme can be native or 
recombinant, is stable under PCR conditions and exhibits double strand 
specific exonuclease activity. It is a 3' -5 1 exonuclease and cleaves to 
produce 5 1 -mononucleotides . Thermostable exonucleases are useful in many 
recombinant DNA techniques, in combination with a thermostable DNA 
polymerase like Tag especially for nucleic acid amplification by the 
polymerase chain reaction (PCR) . 

CAS INDEXING IS AVAILABLE FOR THIS PATENT. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB Purified thermostable Pyrococcus furiosus DNA polymerase that migrates 

on a non-denaturing polyacrylamide gel faster than phosphorylase B and 
Taq polymerase and more slowly than bovine serum albumin and has an 
estimated molecular weight of 90,000-93,000 daltons when compared with a 
Taq polymerase standard assigned a molecular weight of 94,000 daltons. 
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INDEXING IS AVAILABLE FOR THIS PATENT. 

The present invention relates to composition, kits and methods 
comprising a mutant DNA polymerase exhibiting increased reverse 
transcriptase activity. The invention also relates to methods of 
generating modified cDNA. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB This invention provides for an improved generation of novel nucleic acid 

modifying enzymes. The improvement is the fusion of a 
sequence-non-specific nucleic-acid-binding domain to the enzyme in a 
manner that enhances the ability of the enzyme to bind and catalytically 
modify the nucleic acid. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB This invention provides compositions comprising a thermostable 

non-proofreading DNA polymerase, a thermostable proofreading DNA 
polymerase, and a factor that substantially inhibits the incorporation 
of undesired nucleotides or analogs thereof into a DNA polymer. The 
compositions may further comprise a buffer that enhances a 
polymerization reaction involving DNA polymerases. The invention also 
provides various methods of amplifying, synthesizing, or mutagenizing 
nucleic acids of interest using these novel compositions. Kits that 
comprise the compositions are also provided for amplifying, 
synthesizing, and mutagenizing nucleic acids. 

CAS INDEXING IS AVAILABLE FOR THIS PATENT. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB The subject invention relates to compositions comprising an enzyme 

mixture which comprises a first enzyme and a second enzyme, where the 
first enzyme comprises a DNA polymerization activity and the second 
enzyme comprises an 3' -5' exonuclease activity and a reduced DNA 
polymerization activity. The invention also relates to the above 
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using the subject compositions of the invention. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB This invention provides for an improved generation of novel nucleic acid 

modifying enzymes. The improvement is the fusion of a 
sequence-non-specific nucleic-acid-binding domain to the enzyme in a 
manner that enhances the ability of the enzyme to bind and catalytically 
modify the nucleic acid. 

CAS INDEXING IS AVAILABLE FOR THIS PATENT. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB A purified thermostable enzyme is derived from the eubacterium 

Thermosipho africanus. The enzyme has DNA polymerase, activity reverse 
transcriptase activity, and optionally 5'->3' and/or 3'->5' 
exonuclease activity. The enzyme can be native or recombinant, and may 
be used with primers and nucleoside triphosphates in a 
temperature-cycling chain reaction where at least one nucleic acid 
sequence is amplified in quantity from an existing sequence. 
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INDEXING IS AVAILABLE FOR THIS PATENT. 

A method for amplification of a nucleic acid strand in a test sample. 
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The method includes contacting the nucleic acid strand from the test 
sample simultaneously with at least three oligonucleotide primers. At 
least one primer is a promoter-primer, and at least one other primer is 
complementary to the nucleic acid strand, and one other primer is 
complementary to a strand complementary to the nucleic acid strand. The 
method further includes contacting the nucleic acid strand and primers 
with one or more proteins having RNA-directed and/or DNA-directed DNA 
polymerase activities, an RNA polymerase activity, and an RNAse H 
activity under primer-extension conditions to allow amplification of a 
target region in. the nucleic acid strand at essentially constant 
temperature . 
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We are attempting to understand the processes required to accurately 
replicate the repetitive DNA sequences whose instability is 
associated with several human diseases. Here we test the hypothesis that 
the contribution of exonucleolytic proofreading to frameshift fidelity 
during replication of repetitive DNA sequences diminishes as 
the number of repeats in the sequence increases - The error rates of 
proofreading-proficient T7 , T4, and Pyrococcus furiosis 
DNA polymerases are compared to their 

exonuclease-def icient derivatives, for +1 and -1 base errors in 

homopolymeric repeat sequences of three to eight base pairs. All three 

exonuclease-def icient polymerases produce frameshift 

errors during synthesis at rates that increase as a function of run 

length, suggesting the involvement of misaligned intermediates. Their 

wild- type counterparts are all much more accurate, suggesting that the 

majority of the intermediates are corrected by proofreading. However, the 

contribution of the exonuclease to fidelity decreases 

substantially as the length of tile homopolymeric run increases. For 

example, the exonuclease enhances the frameshift 

fidelity of T7 DNA polymerase in a run of three A 

.midldot. T base pairs by 160-fold, similar to its contribution to base 
substitution fidelity. However, in a run of eight consecutive A .midldot. 
T base pairs, the exonuclease only enhances 

frameshift fidelity by 7-fold. A similar pattern was observed with T4 and 
Pfu DNA polymerases. Thus, both 

polymerase selectivity and exonucleolytic proofreading efficiency 
are diminished during replication of repetitive sequences. This may place 
an increased relative burden on post-replication repair processes to 
reduce rates of addition and deletion mutations in organisms whose genome 
contains abundant simple repeat DNA sequences. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB The present invention is directed to a modified Taq DNA polymerase and 

methods for its use. 
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The 3' arrow right 5' exonuclease activity of Vent, a 
thermostable polymerase from Thermococcus litoralis, 
enhances DNA replication fidelity but also diverts PCR 
primers (amplimers) from targeted amplification by degrading their 3' 
termini. We demonstrate that amplimers with a 3-base 3 '-terminal mismatch 
can be efficiently truncated by Vent to prime DNA 

polymerizations that compete with the specific amplification reaction. 

However, amplimers with phosphorothioate bonds joining their 3 1 -terminal 

residues are resistant to degradation and demonstrate greatly 

enhanced priming specificity. Slight destabilization of 

base-pairing by phosphorothioate bond-linked residues also diminishes 

extension of mispaired 3' amplimer termini in Taq 

polymerase -mediated amplifications . 
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AB Systems and methods for analysis of polymers, e.g., polynucleotides, are 

provided. The systems are capable of analyzing a polymer at a specified 
rate. One such analysis system includes a structure having a nanopore 
aperture and a molecular motor, e.g., a polymerase, adjacent the 
nanopore aperture. 
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thermophilic bacterium which encodes a DNA polymerase Ill-type enzyme 
subunit. Also encompassed by the present invention are host cells and 
expression system including the heterologous DNA molecule of the present 
invention, as well as isolated replication enzyme subunits encoded by 
such DNA molecules. Also disclosed is a method of producing a 
recombinant thermostable DNA polymerase Ill-type enzyme, or subunit 
thereof, from a thermophilic bacterium, which is carried out by 
transforming a host cell with at least one heterologous DNA molecule of 
the present invention under conditions suitable for expression of the 
DNA polymerase Ill-type enzyme, or subunit thereof, and then isolating 
the DNA polymerase Ill-type enzyme, or subunit thereof. 
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AB The present invention relates to mutant DNA polymerases which 

incorporate dideoxynucleo tides with about the same efficiency as 
deoxynucleo tides . The present invention also related to mutant DNA 
polymerases which also have substantially reduced 5'-to-3' exonuclease 
activity or 3'-to-5' exonuclease activity. The invention also relates to 
DNA molecules coding for the mutant DNA polymerases, and hosts 
containing the DNA molecules. 
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AB The present invention relates to an isolated DNA molecule from a 

thermophilic bacterium which encodes a DNA polymerase Ill-type enzyme 
subunit. Also encompassed by the present invention are host cells and 
expression system including the heterologous DNA molecule of the present 
invention, as well as isolated replication enzyme subunit s encoded by 
such DNA molecules. Also disclosed is a method of producing a 
recombinant thermostable DNA polymerase Ill-type enzyme, or subunit 
thereof, from a thermophilic bacterium, which is carried out by 
transforming a host cell with at least one heterologous DNA molecule of 
the present invention under conditions suitable for expression of the 
DNA polymerase Ill-type enzyme, or subunit thereof, and then isolating 
the DNA polymerase III- type enzyme, or subunit thereof. 
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AB The present invention relates to an isolated DNA molecule from a 

thermophilic bacterium which encodes a DNA polymerase III -type enzyme 
subunit. Also encompassed by the present invention are host cells and 
expression system including the heterologous DNA molecule of the present 
invention, as well as isolated replication enzyme subunits encoded by 
such DNA molecules. Also disclosed is a method of producing a 
recombinant thermostable DNA polymerase III -type enzyme, or subunit 
thereof, from a thermophilic bacterium, which is carried out by 
transforming a host cell with at least one heterologous DNA molecule of 
the present invention under conditions suitable for expression of the 
DNA polymerase III -type enzyme, or subunit thereof, and then isolating 
the DNA polymerase Ill-type enzyme, or subunit thereof. 
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AB This invention provides methods of obtaining novel polynucleotides and 

encoded polypeptides by the use of non- stochastic methods of directed 
evolution (DirectEvolution. TM. ) . A particular advantage of 
exonuclease-mediated reassembly methods is the ability to reassemble 
nucleic acid strands that would otherwise be problematic to chimerize. 
Exonuclease-mediated reassembly methods can be used in combination with 
other mutagenesis methods provided herein. These methods include 
non-stochastic polynucleotide site-saturation mutagenesis (Gene Site 
Saturation Mutagenesis . TM . ) and non-stochastic polynucleotide reassembly 
(GeneReassembly .TM. ) . This invention provides methods of obtaining novel 
enzymes that have optimized physical &/or biological properties. Through 
use of the claimed methods, genetic vaccines, enzymes, small molecules, 
and other desirable molecules can be evolved towards desirable 
properties. For example, vaccine vectors can be obtained that exhibit 
increased efficacy for use as genetic vaccines. Vectors obtained by 
using the methods can have, for example, enhanced antigen expression, 
increased uptake into a cell, increased stability in a cell, ability to 
tailor an immune response, and the like. Furthermore, this invention 
provides methods of obtaining a variety of novel biologically active 
molecules, in the fields of antibiotics, pharmacotherapeutics , and 
transgenic traits. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB This invention provides methods of obtaining novel polynucleotides and 

encoded polypeptides by the use of non-stochastic methods of directed 
evolution (DirectEvolution . TM. ) . A particular advantage of 
exonuclease-mediated reassembly methods is the ability to reassemble 
nucleic acid strands that would otherwise be problematic to chimerize. 
Exonuclease-mediated reassembly methods can be used in combination with 
other mutagenesis methods provided herein. These methods include 
non-stochastic polynucleotide site-saturation mutagenesis (Gene Site 
Saturation Mutagenesis . TM . ) and non-stochastic polynucleotide reassembly 
(GeneReassembly.TM. ) . This invention provides methods of obtaining novel 
enzymes that have optimized physical &/or biological properties. Through 
use of the claimed methods, genetic vaccines, enzymes, small molecules, 
and other desirable molecules can be evolved towards desirable 
properties. For example, vaccine vectors can be obtained that exhibit 
increased efficacy for use as genetic vaccines. Vectors obtained by 
using the methods can have, for example, enhanced antigen expression, 
increased uptake into a cell, increased stability in a cell, ability to 
tailor an immune response, and the like. Furthermore, this invention 
provides methods of obtaining a variety of novel biologically active 
molecules, in the fields of antibiotics, pharmacotherapeutics , and 
transgenic traits. 
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AB The subject of the invention is the genomic sequence and the nucleotide 

sequences encoding polypeptides of Chlamydia pneumoniae, such as 
cellular envelope polypeptides, which are secreted or specific, or which 
are involved in metabolism, in the replication process or in virulence, 
polypeptides encoded by such sequences, as well as vectors including the 
said sequences and cells or animals transformed with these vectors. The 
invention also relates to transcriptional gene products of the Chlamydia 
pneumoniae genome, such as, for example, antisense and ribozyme 
molecules, which can be used to control growth of the microorganism. The 
invention also relates to methods of detecting these nucleic acids or 
polypeptides and kits for diagnosing Chlamydia pneumoniae infection. The 
invention also relates to a method of selecting compounds capable of 
modulating bacterial infection and a method for the biosynthesis or 
biodegradation of molecules of interest using the said nucleotide 
sequences or the said polypeptides. The invention finally comprises, 
pharmaceutical, in particular vaccine, compositions for the prevention 
and/or treatment of bacterial, in particular Chlamydia pneumoniae, 
infections . 
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AB The invention provides isolated polypeptide and nucleic acid sequences 

derived from Streptococcus pneumonia that are useful in diagnosis and 
therapy of pathological conditions; antibodies against the polypeptides; 
and methods for the production of the polypeptides. The invention also 
provides methods for the detection, prevention and treatment of 
pathological conditions resulting from bacterial infection. 
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NUMBER OF CLAIMS 
EXEMPLARY CLAIM: 
LINE COUNT: 
CAS 
AB 



modulating the expression of orphan G-protein coupled receptor GPRC5B . 
The compositions comprise antisense compounds, particularly antisense 
oligonucleotides, targeted to nucleic acids encoding orphan G-protein 
coupled receptor GPRC5B . Methods of using these, compounds for modulation 
of orphan G-protein coupled receptor GPRC5B expression and for treatment 
of diseases associated with expression of orphan G-protein coupled 
receptor GPRC5B are provided. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB The invention relates to a substantially pure thermostable DNA 

polymerase from Thermotoga (Tne and Tma) and mutants thereof. The Tne 
DNA polymerase has a molecular weight of about 100 kilodaltons and is 
more thermostable than Taq DNA polymerase. The mutant DNA polymerase has 
at least one mutation selected from the group consisting of (1) a first 
mutation that substantially reduces or eliminates 3'->5' 

exonuclease activity of said DNA polymerase; (2) a second mutation that 
substantially reduces or eliminates 5'-»3' exonuclease activity of 
said DNA polymerase; (3) a third mutation in the 0 helix of said DNA 
polymerase resulting in said DNA polymerase becoming non-discriminating 
against dideoxynucleotides . The present invention also relates to the 
cloning and expression of the wild type or mutant DNA polymerases in E. 
coli, to DNA molecules containing the cloned gene, and to host cells 
which express said genes. The DNA polymerases of the invention may be 
used in well-known DNA sequencing and amplification reactions. 

CAS INDEXING IS AVAILABLE FOR THIS PATENT. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB A novel bacteriophage RM 378 of Rhodothermus marinus, the nucleic acids 

of its genome, nucleic acids comprising nucleotide sequences of open 
reading frames (ORFs) of its genome, and polypeptides encoded by the 
nucleic acids, are described. 
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INDEXING IS AVAILABLE FOR THIS PATENT. 

A novel bacteriophage RM 378 of Rhodothermus marinus, the nucleic acids 
of its genome, nucleic acids comprising nucleotide sequences of open 
reading frames (ORFs) of its genome, and polypeptides encoded by the 
nucleic acids, are described. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB A novel bacteriophage RM 378 of Rhodothermus marinus , the nucleic acids 
of its genome, nucleic acids comprising nucleotide sequences of open 
reading frames (ORFs) of its genome, and polypeptides encoded by the 
nucleic acids, are described. 
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INDEXING IS AVAILABLE FOR THIS PATENT. 

A novel bacteriophage RM 378 of Rhodothermus marinus, the nucleic acids 
of its genome, nucleic acids comprising nucleotide sequences of open 
reading frames (ORFs) of its genome, and polypeptides encoded by the 
nucleic acids, are described. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB A novel bacteriophage RM 378 of Rhodothermus marinus, the nucleic acids 

of its genome, nucleic acids comprising nucleotide sequences of open 
reading frames (ORFs) of its genome, and polypeptides encoded by the 
nucleic acids, are described. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB A novel bacteriophage RM 378 of Rhodothermus marinus, the nucleic acids 
of its genome, nucleic acids comprising nucleotide sequences of open 
reading frames (ORFs) of its genome, and polypeptides encoded by the 
nucleic acids, are described. 
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This invention provides methods of obtaining novel polynucleotides and 
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encoded polypeptides by the use of non- stochastic methods of directed 
evolution (DirectEvolution.TM. ) . A particular advantage of 
exonuclease-mediated reassembly methods is the ability to reassemble 
nucleic acid strands that would otherwise be problematic to chimerize. 



Exonuclease -mediated reassembly methods can be used in combination with 
other mutagenesis methods provided herein. These methods include 
non-stochastic polynucleotide site-saturation mutagenesis (Gene Site 
Saturation Mutagenesis . TM . ) and non-stochastic polynucleotide reassembly 
(GeneReassembly .TM. ) . This invention provides methods of obtaining novel 
enzymes that have optimized physical &/or biological properties. Through 
use of the claimed methods, genetic vaccines, enzymes, small molecules, 
and other desirable molecules can be evolved towards desirable 
properties. For example, vaccine vectors can be obtained that exhibit 
increased efficacy for use as genetic vaccines. Vectors obtained by 
using the methods can have, for example, enhanced antigen expression, 
increased uptake into a cell, increased stability in a cell, ability to 
tailor an immune response, and the like. Furthermore, this invention 
provides methods of obtaining a variety of novel biologically active 
molecules, in the fields of antibiotics, pharmacotherapeutics , and 
transgenic traits. 
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The invention relates to a substantially pure thermostable DNA 
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polymerase from Thermotoga (Tne and Tma) and mutants thereof. The Tne 
DNA polymerase has a molecular weight of about 100 kilodaltons and is 
more thermostable than Taq DNA polymerase. The mutant DNA polymerase has 
at least one mutation selected from the group consisting of (1) a first 
mutation that substantially reduces or eliminates 3' -»5 ' 

exonuclease activity of said DNA polymerase; (2) a second mutation that 
substantially reduces or eliminates 5'->3' exonuclease activity of 
said DNA polymerase; (3) a third mutation in the 0 helix of said DNA 
polymerase resulting in said DNA polymerase becoming non-discriminating 
against dideoxynucleotides . The present invention also relates to the 
cloning and expression of the wild type or mutant DNA polymerases in E. 
coli, to DNA molecules containing the cloned gene, and to host cells 
which express said genes. The DNA polymerases of the invention may be 
used in well-known DNA sequencing and amplification reactions. 
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The present invention provides polynucleotide sequences of the genome of 
Staphylococcus aureus, polypeptide sequences encoded by the 
polynucleotide sequences, corresponding polynucleotides and 
polypeptides, vectors and hosts comprising the polynucleotides, and 
assays and other uses thereof. The present invention further provides 
polynucleotide and polypeptide sequence information stored on computer 
readable media, and computer-based systems and methods which facilitate 
its use. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB The subject of the invention is the genomic sequence and the nucleotide 

sequences encoding polypeptides of Chlamydia pneumoniae, such as 
cellular envelope polypeptides, which are secreted or specific, or which 
are involved in metabolism, in the replication process or in virulence, 
polypeptides encoded by such sequences, as well as vectors including the 
said sequences and cells or animals transformed with these vectors. The 
invention also relates to transcriptional gene products of the Chlamydia 
pneumoniae genome, such as, for example, antisense and ribozyme 
molecules, which can be used to control growth of the microorganism. The 
invention also relates to methods of detecting these nucleic acids or 
polypeptides and kits for diagnosing Chlamydia pneumoniae infection. The 
invention also relates to a method of selecting compounds capable of 
modulating bacterial infection and a method for the biosynthesis or 
biodegradation of molecules of interest using the said nucleotide 
sequences or the said polypeptides. The invention finally comprises, 
pharmaceutical, in particular vaccine, compositions for the prevention 
and/or treatment of bacterial, in particular Chlamydia pneumoniae, 
infections . 
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AB The present invention provides methods for use in identifying, analyzing 

and typing polymorphic DNA fragments, particularly minisatellite, 
microsatellite or STR DNA fragments. In particular, the invention 
provides methods using DNA polymerases, more particularly thermostable 
DNA polymerases, and most particularly Thermotoga polymerases or mutants 
or derivatives thereof, whereby minisatellite, microsatellite or STRDNA 
molecules may be amplified and analyzed for polymorphisms. The invention 
also relates to polymerases having reduced, substantially reduced or 
eliminated ability to add non-template 3 1 nucleotides to a synthesized 
nucleic acid molecule. In accordance with the invention, such reduction 



or elimination may be accomplished by modifying or mutating the desired 
polymerase . 
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INDEXING IS AVAILABLE FOR THIS PATENT. 

A novel bacteriophage RM 378 of Rhodothermus marinus, the nucleic acids 
of its genome, nucleic acids comprising nucleotide sequences of open 
reading frames (ORFs) of its genome, and polypeptides encoded by the 
nucleic acids, are described. 
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AB This invention provides methods of obtaining novel polynucleotides and 

encoded polypeptides by the use of non- stochastic methods of directed 
evolution (DirectEvolution. TM . ) . A particular advantage of 
exonuclease-mediated reassembly methods is the ability to reassemble 
nucleic acid strands that would otherwise be problematic to chimerize. 
Exonuclease-mediated reassembly methods can be used in combination with 
other mutagenesis methods provided herein. These methods include 
non-stochastic polynucleotide site-saturation mutagenesis (Gene Site 
Saturation Mutagenesis . TM . ) and non-stochastic polynucleotide reassembly 
(GeneReassembly . TM . ) . This invention provides methods of obtaining novel 
enzymes that have optimized physical &/or biological properties. Through 
use of the claimed methods, genetic vaccines, enzymes, small molecules, 
and other desirable molecules can be evolved towards desirable 
properties. For example, vaccine vectors can be obtained that exhibit 
increased efficacy for use as genetic vaccines. Vectors obtained by 
using the methods can have, for example, enhanced antigen expression, 
increased uptake into a cell, increased stability in a cell, ability to 
tailor an immune response, and the like. Furthermore, this invention 
provides methods of obtaining a variety of novel biologically active 
molecules, in the fields of antibiotics, pharmacotherapeutics , and 
transgenic traits. 
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AB Unimolecular and bimolecular hybridization probes for the detection of 

nucleic acid target sequences comprise a target complement sequence, an 
affinity pair holding the probe in a closed conformation in the absence 
of target sequence, and either a label pair that interacts when the 
probe is in the closed conformation or, for certain unimolecular probes, 
a non-interactive label. Hybridization of the target and target 
complement sequences shifts the probe to an open conformation. The shift 
is detectable due to reduced interaction of the label pair or by 
detecting a signal from a non- interactive label. Certain unimolecular 
probes can discriminate between target and non-target sequences 
differing by as little as one nucleotide. Also, universal stems and kits 
useful for constructing said probes. Also, assays utilizing said probes 
and kits for performing such assays. 
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Unimolecular and bimolecular hybridization probes for the detection of 



nucleic acid target sequences comprise a target complement sequence, an 
affinity pair holding the probe in a closed conformation in the absence 
of target sequence, and either a label pair that interacts when the 
probe is in the closed conformation or, for certain unimolecular probes, 
a non-interactive label. Hybridization of the target and target 
complement sequences shifts the probe to an open conformation. The shift 
is detectable due to reduced interaction of the label pair or by 
detecting a signal from a non-interactive label. Certain unimolecular 
probes can discriminate between target and non-target sequences 
differing by as little as one nucleotide. Also, universal stems and kits 
useful for constructing said probes. Also, assays utilizing said probes 



and kits for performing such assays. 
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